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Proteins
Junpei Yuasal; Ryusuke Mukail; Yasuchika Hasegawa?; Tsuyoshi
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1Graduate School of Materials Science, Nara Institute of Science
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1Research Organization of Science and Engineering, Ritsumeikan
University, 2Department of Bioscience and Bioinformatics,
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structure and DNA binding
*Miki Imanishil; Shigeru Negi2; Shiroh Futakil; Yukio Sugiura2
1Institute for Chemical Research, Kyoto University; 2Faculty of
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Ueokal

1Division of Applied Life Science, Graduate School of Engineering,
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Hiroshi Imamura; Minoru Kato
Department of Pharmacy, College of Pharmaceutical Sciences,
Ritsumeikan University

P042
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Division of Applied Life Science, Graduate School of Engineering,
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Yoshiteru Yonetani!; Yutaka Maruyama2; Fumio Hirata?;
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2Department of Life Sciences (Biology), Graduate School of Arts
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University; 2 Faculty of Advanced Life Science, Hokkaido
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Probing the collective mode of proteins using low-frequency
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*Taku Muneda; Ryuichi Wada; Kato Minoru
Department of Science and Engineering, Ritsumeikan University
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OkajimaZ23; Masahiko Ikeuchi?; Satoru Tokutomi3; Masahide
Terazimal
1Department of Chemistry, Graduate School of Science, Kyoto

University; 2The University of Tokyo; 3Osaka Prefecture
University
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Paramagnetic NMR approach to the analysis of conformations

and dynamics of N-glycans
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Spectroscopic characterization of inter-molecular interaction of
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Maho Yagi!:2; *Koichi Kato!-2

1National Institutes of Natural Sciences; 2Nagoya City University
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pH-INDUCED FOLDING AND UNFOLDING OF HORSE
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*Takuya Mizukami; Kosuke Maki
Graduate School of Science, Nagoya University
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1Pharmaceutical Sciences, Ritsumeikan University:
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Hohsaka? ; Mikio Kataoka!
1Nara Institute of Science and Technology ; 2Japan Advanced
Institute of Science and Technology
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Measurements of Loop Formation in the Denatured State of
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*Mariko Yamaguchil; Yoichi Yamazaki!; Hironari Kamikubo?;
Mikio Kataokal;
1Graduate School of Materials Science, Nara Institute of Science
and Technology
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Photoreaction dynamics of photosensor protein: Phototropin2
LOV1 domain
Yuki Kawaguchi!; Kong Sam-Geun2; Masamitsu Wada2; Masahide
Terazimal
1Department of science, Kyoto University; 2Department of
science, Kyusyu University
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Multi-scale simulation of a molecular motor actomyosin: toward
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*Kei-ichi Okazaki; Jun Ohnuki; Takato Sato; Mitsunori Takano
Graduate School of Advanced Science and Engineering, Waseda
University
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Volume fluctuation of proteins as revealed by isothermal
compressibility

*Tadashi Kamiyama

Department of Chemistry, Kinki University

FUNCTIONAL ANALYSIS OF POLYAMINE-LIPID/DNA COMPLEX
(LIPOPLEX) AS GENE CARRIER: RELATIONSHIP BETWEEN
METAMORPHOSIS OF LIPOPLEX AND ITS FUNCTION
*Takehisa Dewal; Kiyoshi Kato!; Yusuke Kouzuma?; Yosuke
Okital; Tomohiro AsaiZ; Naoto Oku?; Hideo Fujimotol; Mamoru
Nango!
1Graduate School of Engineering, Nagoya Institute of Technology;
2Department of Medical Biochemistry, University of Shizuoka
School of Pharmaceutical Sciences

Molecular Recognition Controlled by a Detailed Balance: A
Host-Guest Mechanism for
25,26,27,28-Tetramethoxycalix[4]arene in Sodium and
Potassium Perchlorate Salt Solutions
*Kentaro Kido!; Hirofumi Sato!; Shigeyoshi Sakaki?
1Department of Molecular Engineering, Graduate School of
Engineering, Kyoto University: 2Institute for Integrated
Cell-Material Sciences, Kyoto University

Solvent penetration in the photoactive yellow protein studied by
3D-RISM theory

*Daniel Sindhikara?!; Norio Yoshida!; Fumio Hiratal
1Division of Theoretical Studies, Institute for Molecular Science

Dissecting a bimolecular process of ATP binding to the
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Jin Chen!, Koki Makabe!, Kunihiro Kuwajima?
10kazaki Institute for Integrative Biosciences, National Institute
of Natural Sciences, Japan, 5-1 Higashiyama, Myodaizi, Okazaki
444-8787, Japan
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Low-frequency dynamic of ATP and its related compounds
studied by terahertz time-domain spectroscopy
Feng Zhang*1; Ohki Kambara2; Keisuke Tominagal-2
1Graduate School of Science, Kobe University; 2Molecular
Photoscience Research Center, Kobe University

New approach to investigate the molecular recognition of protein

toward structure-based drug design based on 3D-RISM theory
*Yasuomi Kiyotal; Norio Yoshidal-2; Fumio Hiratal-2
1Department of Functional Molecular Science, The Graduate
University for Advanced Studies;2Institute for Molecular Science

The statistical mechanics study of potassium channels.
Saree Phonpghanphanee!; Norio Yoshida®-2; Fumio Hiratal-2
1Department of Theoretical and Computational Molecular
Science, Institute for Molecular Science; 2Department of
Functional Molecular Science, The Graduate University for
Advanced Studies

Cytochrome c polymerization by successive domain swapping at
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*Zhonghua Wang!2; Yoko Hattori!; Satoshi Nagao!; Midori
Taketa3; Hirofumi Komori3-4 Hironari Kamikubo?; Isao
Takahashi!; Shigeru Negi®; Yukio Sugiura®; Mikio Kataokal;
Yoshiki Higuchi34; Shun Hirot
1Graduate School of Materials Science, Nara Institute of Science
and Technology, 8916-5 Takayama, Ikoma, Nara 630-0192, Japan;
2College of Chimistry and Chemical Engineering, China West
Normal Univers

Local Solvation Thermodynamics Analysis of Amyloid-Beta
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*Naoki Yamamoto!; Ohki Kambara!, Atsuo TamuraZ2, Keisuke
Tominagal:2
1Molecular Photoscience Research Center, Kobe University;
2Graduate School of Science, Kobe University
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solutions
*Jumpei Tayamal; Kyoko Aikawa?; Akane Ishihara2; Motohiro
Banno!; Kaoru Ohta':3; Shinji Saito4; and Keisuke Tominagal-2
1Molecular Photoscience Research Center, Kobe University; 2,
Graduate School of Science, Kobe University; 3JST/PRESTO;
4Institute for Molecular Science
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Vibrational Dynamics of [RuCI5(NO)]2- in Aqueous Soution
Studied by Nonlinear Infrared Spectroscopy
*Kyoko Aikawal; Jumpei Tayama?;, Motohiro Banno?; Kaoru
Ohta23; Keisuke Tominagal:2
1Graduate School of Science, Kobe University;2Molecular
Photoscience Reserch Center, Kobe University;3JST/PRESTO
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Low-frequency Dynamics of Myoglobin by Terahertz
Time-Domain Spectroscopy
Azusa Kaneko!;0hki Kambara2;Atsuo Tamural;Keisuke
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1Department of Science, Kobe University;2Molecular Photoscience
Research Center
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Solvation dynamics in aqueous solution by fluorescence
up-conversion method: deuterium effect, temperature
dependence, probe molecule dependence
*Mami Takatsuka! ; Akina Kariya! ; Seiji Akimotol2 ; Keisuke
Tominagal:2
1Department of Science, Kobe University ; 2Molecular
photoscience research center
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Low-frequency dynamics of biological molecules studied by
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Photoscience Research Center



