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Poster 
Number 

Authors 
*Presenting Author 

Presentation Title 

P001 *Yusuke Nakasone, Kazunori 
Zikihara, Satoru Tokutomi, Masahide 
Terazima 

Structural Fluctuation of Signaling State of 
Phototropin1-LOV2 Domain Studied by Transient 
Grating Method and Pressure Perturbation 
Calorimetry 

P002 *Takaaki Miyamori, Yuusuke 
Nakasone, Kenichi Hitomi, John M 
Christie, Elizabeth D Getzoff, 
Masahide Terazima 

Study on the Reaction Dynamics of UV-Light Sensor 
Protein UVR8 from Arabidopsis 

P003 *Kengo Nishiumi, Yusuke Nakasone, 
Tilo Mathes, Sam-geun Kong, 
Masamitsu Wada, Masahide Terazima 

Studies on Reaction Dynamics of the Blue-Light 
Sensor Phototropin “LOV1-LOV2 Domain” 

P004 *Seokwoo Choi, Yusuke Nakasone, 
Klaas J Hellingwerf, Masahide 
Terazima 

Time-Resolved Study on the Interdomain Interaction 
of Blue Light Sensor Protein YtvA from Bacillus 
subtilis 

P005 *Kunisato Kuroi, Keisuke Tanaka, 
Yoshifumi Kimura, Koji Okajima,, 
Masahiko Ikeuchi, Satoru Tokutomi, 
Masahide Terazima  

Influence of excitation laser power on the intermediate 
fluctuation of BLUF protein TePixD 

P006 Yuko Okamoto Development of Molecular Simulation Methods That 
Enhance Conformational Fluctuations of 
Biomolecules 

P007 *Yoshiharu Mori, Yuko Okamoto Theoretical Study on Pressure Dependence of 
Structures and Chemical Shifts of Proteins 

P008 *Yoshitake Sakae, Yuko Okamoto A Hybrid Conformational Search Method Based on 
Simulated Annealing and Genetic Algorithm for 
Protein Systems  

P009 *Tetsuro Nagai, Ryuichi Ueoka, Yuko 
Okamoto 

Study on Phase Transitions of Lipid Bilayer Systems 
by Replica-Exchange Molecular Dynamics 
Simulations 

P010 Koichi Kato Conformational Dynamics of Sugar-Protein 
Interaction Systems as Potential Therapeutic Targets 

P011 *Ying Zhang, Takumi Yamaguchi, 
Sayoko Yamamoto, Koichi Kato  

Conformational Dynamics of Ganglioside GM3 as 
Studied by NMR Spectroscopy 

P012 *Keisuke Okawa, Maho 
Yagi-Utsumi, Kenji Takagi, Takeshi 
Hiromoto, Hirokazu Yagi, Tsunehiro 
Mizushima, Tadashi Satoh, Koichi 
Kato 

Structural and Functional Analyses of Yeast Ump1p, 
an Intrinsically Disordered Protein Operating as 
Proteasome Assembly Chaperone 
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P013 *Kentaro Kumoi, Tadashi Satoh, 
Hirokazu Yagi, Takeshi Hiromoto, 
Tsunehiro Mizushima,, Susumu 
Uchiyama, Katsunori Noda, 
Kazuyoshi Murata, Yukiko Kamiya, 
Koichi Kato 

Structural Basis for the Mechanisms Underlying 
Proteasomal Activation by Archaeal PbaB 
Homotetramer 

P014 *Kunihiko Ishii, Tahei Tahara Two-Dimensional Correlation Analysis of 
Fluorescence Lifetime Fluctuations 

P015 *Yasushi Imamoto, Yoichi Yamazaki, 
Tomoko Nagata, Akihisa Terakita, 
Hideki Kandori, Yoshinori Shichida 

Light-Induced Structural Changes of Rhodopsin 
Probed by Cysteine S-H Stretching Vibrations 

P016 *Aya Yoshida, Yukinori Taniguchi, 
Akiko Kobayashi, Masaru Kawakami 

Mechanical Unfolding of Myoglobin Studied by 
Single Molecule Force Spectroscopy 

P017 *Yukinori Taniguchi, Masaru 
Kawakami 

An AFM Force Spectroscopy Study on the Mechanical 
Unfolding of p53 

P018 Kazuhiro Takemura, *Akio Kitao Water Model Tuning toward Better Reproduction of 
Rotational Diffusion and NMR Spectral Density 

P019 *Soichiro Kitazawa, Maho 
Yagi-Utsumi, Akemi Ido, Makoto 
Urushitani, Kenji Sugase, Koichi 
Kato, Ryo Kitahara 

Structure, Dynamics and Function of High-Energy 
State Mutant of Ubiquitin 

P020 *Tomoko Kunihara, Soichiro 
Kitazawa, Naohiro Kobayashi, Eiji 
Ohmae, Ryo Kitahara 

Two Natively Folded Conformations of Folate-Bound 
Form of E. coli DHFR-D27E Mutant 

P021 *Kazumasa Sakurai, Kotaro Yanagi, 
Yuichi Yoshimura, Tsuyoshi Konuma, 
Young-Ho Lee, Kenji Sugase, 
Takahisa Ikegami, Hironobu Naiki, 
Yuji Goto  

The Monomer-Seed Interaction Mechanism in the 
Formation of the β2-Microglobulin Amyloid Fibril 
Clarified by Solution NMR Techniques 

P022 Kentaro Kido, Daisuke Yokogawa, 
*Hirofumi Sato 

Accurate Evaluation of Solvation Free Energy in 
Integral Equation Theory for Molecular Liquids 

P023 *Hiroshi Sekiguchi, Kentaro 
Hoshisashi, Naoki Ogawa,, Haruo 
Kozono, Osami Kanagawa, Yuji C. 
Sasaki 

Single Molecule Dynamics of Peptide/MHC Complex 
and T-cell Activations 

P024 *Tsuyoshi Terakawa, Shoji Takada Transcription Factor p53 Searching Dynamics on 
DNA Studied by Coarse-Grained Simulation 

P025 *Naoto Hori, Shoji Takada Fluctuations of Transfer RNAs in the Ribosome 
Cavity Studied by Coarse-Grained Simulations 

P026 Hiroyuki Oikawa, Kiyoto Kamagata, 
Issei Iijima, Takahiro Hohsaka, 
*Satoshi Takahashi 

Microsecond-Resolved Time Traces of Protein 
Conformational Changes by Single-Molecule 
Fluorescence Detection 

P027 *Shunsuke Nakano, Kei Nanatani, 
Kiyoto kamagata, Nobuyuki Uozumi, 
Satoshi Takahashi 

Single-Molecule Dynamics of MsbA, a Member of 
ABC Transporter 

P028 *Suguru Watanabe, Shion Ando, 
Kiyoto Kamagata, Hideki Taguchi, 
Satoshi Takahashi 

Single-Molecule Diffusion Measurement of a 
GroEL-binding Peptide 
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P029 *Chiaki Nishimura, Naoya Tochio, 
Haruka Akikawa, Chie Kaneko, Aya 
Ishii, Naomi Hayashi, Miyuki 
Hirahara, Masumi Sato, Sachiko Abe, 
Takashi Orikasa 

NMR Studies on the Protein Containing the 
Intrinsically Disordered Region 

P030 Kumiko Hayashi Non-equilibrium Statistical Mechanics for 
Fluctuations in a Cell 

P031 *Yasuhisa Yamamura, Takuya 
Adachi, Shigenori Nagatomo, Kazuya 
Saito 

Calorimetric Study on Dynamics of Flexible 
Alkyl-Chain in Lyotropic and Thermotropic Liquid 
Crystals  

P032 *Shigenori Nagatomo, Yasuhisa 
Yamamura, Kazuya Saito 

Role of Fe-His Bond and Fluctuations of Helices in 
Functional Regulation of Human Adult Hemoglobin 

P033 *Munehito Arai, Josephine C. 
Ferreon, Peter E. Wright 

Extremely Rapid Binding of the p53 Transactivation 
Subdomain with the TAZ2 Domain of CBP 

P034 Takuya Muto, Emi Ohta, Yusuke 
Kishi, Mariko Yamaguchi, Kaori 
Shiraga, Yoichi Yamazaki, Hironari 
Kamikubo, Takahiro Hohsaka, 
*Mikio Kataoka 

Incorporation of Fluorescent Non-natural Amino 
Acids into Staphylococcal Nuclease for FRET 
Analyses of Induced Folding 

P035 *Hironari Kamikubo, Shigeo 
Yamaguchi, Yusuke Nishiguchi, 
Kento Yonezawa, Yoichi Yamazaki, 
Mariko Yamaguchi, Mikio Kataoka 

The Roles of the Low Barrier Hydrogen Bond 
Involved in the Light Sensor Protein, Photoactive 
Yellow Protein 

P036 *Mariko Yamaguchi, Yoichi 
Yamazaki, Hironari Kamikubo, 
Mikio Kataoka 

Study on the Denatured Structure of Staphylococcal 
Nuclease by Using Tryptophan Triplet State 
Quenching 

P037 *Rumi Shiba, Hironari Kamikubo, 
Mika Umeyama, Sayaka Tsukasa, 
Yoichi Yamazaki, Mariko Yamaguchi, 
Masahiro Iwakura, Mikio Kataoka 

Refinement of Function Element of Dihydrofolate 
Reductase by the Systematic Alanine Insertion 

P038 *Sho Ueynagi, Hironari Kamikubo, 
Yoko Ogawa, Chikako Komeda, 
Yoichi Yamazaki, Mariko Yamaguchi, 
Mikio Kataoka 

Comparison of Structural Elements between 
Staphylococcal Nuclease and the C-terminal Domain 
of Human p100 

P039 *Ryota Odani, Yoichi Yamazaki, 
Keisuke Matsumoto, Mariko 
Yamaguchi, Hironari Kamikubo, 
Mikio Kataoka 

The Role of N-terminal Region for Photoreaction of 
Various Photoactive Yellow Proteins 

P040 *Eri Sakai, Hironari Kamikubo, 
Akihiro Kogasaka, Yoichi Yamazaki, 
Mariko Yamaguchi, Mikio Kataoka 

Attempt of Functional Modification of a Protein by 
Element Implantation 

P041 *Yusuke Nishiguchi, Hironari 
Kamikubo, Shigeo Yamaguchi, 
Yoichi Yamazaki, Mariko Yamaguchi, 
Mikio Kataoka 

Geometric Restriction Facilitates LBHB Formation in 
Photoactive Yellow Protein  

P042 *ToshihiroOkada, Mariko 
Yamaguchi, Yoichi Yamazaki, 
Hironari Kamikubo, Mikio Kataoka 

Denatured Structure of Staphylococcal Nuclease 
Studied by Quenching of Tryptophan Triplet State by 
Cysteine 

P043 *Takahiro Hohsaka, Yasunori 
Tokuda, Kaori Shiraga, Takayoshi 
Watanabe 

Incorporation of Fluorescent Nonnatural Amino Acids 
into Proteins and its Application to FRET Analysis of 
Proteins  
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P044 Naoki Shozen, *Takayoshi Watanabe, 
Takahiro Hohsaka 

Amber Codon-Mediated Expanded Saturation 
Mutagenesis of Proteins Using Cell-Free Translation 
System 

P045 *Kohei Sodeyama, Munehito Arai Mechanism of TAR RNA Recognition by HIV-1 Tat, 
an Intrinsically Disordered Protein 

P046 *Shin-ichi Tate, Yuji Wada, Eiji 
Ohmae, Kunihiko Gekko 

Alterlation of the Internal Motion of Protein Induced 
by Distal Loop Mutation 

P047 *Sayuri Abe, Katsuaki Oyama, 
Kazuki Terauchi 

A Synthetic Approach for Generation of a Circadian 
System by Production of the Cyanobacterial Kai 
Proteins in Escherichia coli 

P048 Mineyuki Mizuguchi Fluctuation and Function of the Mental Retardation 
Associated Protein, PQBP-1 

P049 *Junpei Yuasa, Tomoko Ohno, 
Hiroyuki Tsumatori, Yasuchika 
Hasegawa, Tsuyoshi Kawai 

Circular-Polarized Luminescence of Proteins Labeled 
with Lanthanide Complex 

P050 *Norie Inukai, Tsuyoshi Kawai, 
Junpei Yuasa 

Mechanistic Understanding of Multistep Assembly of 
DNA with Carbazole Derivatives  

P051 *Hideki Kitajima, Yuji Komizu, 
Ryuichi Ueoka 

Anti-invasive Effect of Hybrid Liposomes on Human 
Osteosarcoma Cells in Vitro  

P052 *Motoki Hino, Hideaki Ichihara, 
Yoko Matsumoto, Ryuichi Ueoka 

Inhibitory Effects of Cationic Hybrid Liposomes 
against Colon Carcinoma Leading to Apoptosis 

P053 *Mamiko Yukihara, Yuji Komizu, 
Yoko Matsumoto, Ryuichi Ueoka 

Cell Cycle Regulation by Adding Hybrid Liposomes 
for Tumor Cells 

P054 *Yuji Komizu, Yuko Miyahara, 
Ryuichi Ueoka 

Clustering of Death Receptor in Plasma Membranes 
by Hybrid Liposomes for Human Tumor Cells along 
with Apoptosis  

P055 *Masahiro Ohgidani, Taku 
Matsushita, Yutaka Maruyama, 
Fumio Hirata, Ryuichi Ueoka 

Molecular Scientific Study on G-quadruplex 
Fluctuation and Function of Telomeric DNA 

P056 *Hideaki Ichihara, Motoki Hino, 
Yoko Matsumoto, Ryuichi Ueoka 

Inhibitory Effects of Hybrid Liposomes on the Growth 
of Synoviocyte Causing Rheumatoid Arthritis 

P057 *Koki Makabe, Debanjan Dhar, 
Takashi Nakamura, Kunihiro 
Kuwajima 

Folding Study of Outer Surface Protein A 

P058 *Toshio Takenaka, Kazunobu 
Takahashi, Kunihiro Kuwajima 

The Secondary Nucleotide-Binding Site of GroEL 
Studied by a Photo-affinity Labeling Technique 

P059 *Takashi Nakamura, Koki Makabe, 
Tomoyasu Aizawa, Keiichi Kawano, 
Kunihiro Kuwajima 

Structure and Biological Function of Anti-tumor 
Complexes between Oleic Acid and Protein in Molten 
Globule State 

P060 *Norio Yoshida, Katsura Nishiyama, 
Fumio Hirata 

RISM-SCF Study of the Ground and Excited States of 
Coumarin 153 in Various Solutions 

P061 *Daniel Sindhikara, Norio Yoshida, 
Fumio Hirata 

Accurate Prediction of Explicit Solvent Atom 
Distribution in HIV-1 Protease and F-ATP Synthase by 
Statistical Theory of Liquids  

P062 *Saree Phongphanphanee, Norio 
Yoshida, Shigetoshi Oiki, Fumio 
Hirata 

Binding Sites and Selectivity of KcsA 

P063 *Yasuomi Kiyota, Yoshida Norio, 
Fumio Hirata 

A New Approach for Investigating the Molecular 
Recognition of Protein toward Structure-Based Drug 
Design based on 3D-RISM Theory 
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P064 *Tomoyasu Aizawa, Yasuhiro 
Nonaka, Hideki Muto, Etsuro Okabe, 
Masakatsu Kamiya, Takashi 
Kikukawa, Shigeharu Takiya, 
Masataka Kinjo, Makoto Demura, 
Keiichi Kawano 

STPR, a 23-Amino-Acid Tandem Repeat Domain, 
Found in the Human Function-Unknown Protein 
ZNF821  

P065 *Motosuke Tsutsumi, Shohei Myoba, 
Hideki Muto, Mai Kimoto, Tomoyasu 
Aizawa, Shigeharu Takiya, Masataka 
Kinjo, Makoto Demura, Keiichi 
Kawano 

Functional Analysis of FMBP-1 Molecular Binding 
Dynamics in Vivo by Fluorescence Correlation 
Spectroscopy 

P066 Sawako Enoki, *Ryota Iino, Hiroyuki 
Noji 

High-Speed Orientation Imaging of Gold Nanorod to 
Probe Fluctuation of Proteins 

P067 *Tomonao Inobe, Kazunobu 
Takahashi 

Fluctuation-Mediated Substrate Recognition by the 
Proteasome 

P068 Shunsuke Imai, *Masanori Osawa, 
Koh Takeuchi, Ichio Shimada 

Structural Basis Underlying the Dual Gate Properties 
of KcsA 

P069 *Yumiko Ohhashi, Motomasa Tanaka Protein Fluctuation is a Crucial Factor in Determining 
the Amyloid Conformation 

P070 *Kouki Matsuda, Yuji Komizu, 
Ryusho Kariya, Ryuichi Ueoka, Seiji 
Okada 

Hybrid Liposomes Promote HIV-1 Infection by 
Increasing the Cell Membrane Fluidity 

P071 *Ryusho Kariya, Kouki Matsuda, 
Shinichiro Hattori, Masako 
Shimamoto, Takashi Nakamura, 
Kunihiro Kuwajima, Seiji Okada 

HAMLET and BAMLET Induces Cell Death of 
Primary Effusion Lymphoma 

P072 *Ke Cao, Yuji Komizu, Kouji 
Tanaka, Chinatsu Arima, Keiko 
Tamiya-Koizumi, Mamoru 
Kyogashima, Ryuichi Ueoka, Takashi 
Takahashi, Motoshi Suzuki 

Hybrid Liposomes May Target the High Expression 
Levels of CerS6 in Cancer Cells 

P073 Yuji Tokunaga, *Koh Takeuchi, 
Hideo Takahashi, Ichio Shimada 

Dynamic Functional Regulation of p38 Map Kinase 
Revealed by NMR 

P074 *Takehisa Dewa, Yusuke Kouzuma, 
Yosuke Okita, Yugo Urita, Kosuke 
Shimizu, Tomohiro Asai, Naoto Oku, 
Mamoru Nango 

Functional Analysis of Polyamine-Lipid/DNA 
Complex (Lipoplex) for Gene Delivery: Relationship 
between Metamorphosis of Lipoplex and its Function  

P075 *Takashi Ishikawa, Mayumi 
Nakamura, Hiroto Noritake, Kiichiro 
Totani 

Influence of Fluctuating Environments Formed by 
Extracellular Matrix on Chemical Reactions 

P076 *Daisuke Orihara, Ryunosuke 
Nakamura, Kiminori Ushida, Kiichiro 
Totani 

Glycohydrolytic Reactions Mediated by Mucin 
Constructing Brush-Like Structure 

P077 Minoru Nakano Clarification of Lipid-Protein Interactions Relevant to 
Disruption of Membrane Asymmetry by Neutron 
Scattering 

P078 Hiroshi Noguchi Coarse-Grained Molecular Simulations of Membrane 
Fusion 

P079 *Daizo Hamada, Yoshihisa Hagihara, 
Hironari Kamikubo, Mikio Kataoka 

Conformational Properties of Intrinsically 
Less-Ordered EspB Effector from Enterohaemorrhagic 
Escherichia coli 
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P080 *Yuta Kobayashi, Yuki Tashiro, 
Tetsuyuki Abe, Kyohei Ikeda, Daizo 
Hamada 

Relationships between Conformational Fluctuations 
and Aggregation Propensities of Immunoglobulin 
Light Chain Variable Domains Revealed from the 
Analysis of Single Point or Chimeric Mutations 

P081 Shigehiko Hayashi Hybrid Molecular Simulations toward Understanding 
Enzymatic Catalysis 

P082 *Shun Hirota, Yoko Hattori, Mariko 
Ueda, Hisao Osuka, Satoshi Nagao, 
Hirofumi Komori, Hironari 
Kamikubo, Mikio Kataoka, Shigeru 
Negi, Yukio Sugiura, Yoshiki Higuchi 

Formation of Cytochrome c Oligomers 

P083 *Fumihiro Motojima, Yuko 
Motojima-Miyazaki, Masasuke 
Yoshida 

Chaperonin Changes Protein Folding by Regulation of 
Hydrophobic Interaction 

P084 Mi-Sun Kim, Miyoung Kim, 
Kyunglim Lee, *Dong Hae Shin 

X-ray Crystal Structure of Mutant HRF, a Putative 
IgE-Dependent Histamine-Releasing Factor 
Homologue 

P085 *Julian Lee, Jae Hwan Lee, 
Seung-Yeon Kim 

Collapse Transition of Lattice Polymers 

P086 Seung-Yeon Kim Protein Folding Simulations Using Action-Derived 
Molecular Dynamics 

P087 *Gyu Rie Lee, Woong-Hee Shin, 
Hahnbeom Park, Chaok Seok 

Can Flexibility of Ligand-Binding Protein Loops Be 
Sampled? 

P088 *Lim Heo, Hahnbeom Park, Chaok 
Seok 

Galaxy-Cassiopeia: A New Protein Chain-Building 
Method That Uses a Combined Scoring Function of 
Template-based Restraint and Physics-Based Energy 

P089 *Hasup Lee, Hahnbeom Park, Junsu 
Ko, Chaok Seok 

Galaxy-Gemini: Protein Oligomer Prediction Based 
on Seqeuence Homolgy 

P090 *Adeel Malik, Juyong Lee, Jooyoung 
Lee 

Community-Based Network Study of 
Protein-Carbohydrate Interactions in Plant Lectins 
Using Glycan Array Data 

P091 *Yumlembam Singh, Jooyoung Lee Integrated Prediction of Protein Contact Number 
Using Neural Network 

P092 Norihiro Tadaki, Takeshi Uchida, 
*Koichiro Ishimori 

Protein Fluctuations Revealed by Pressure 
Dependence of Intramolecular FRET  

P093 Masayuki Iwamoto, *Shigetoshi Oiki Envisioning the Ion Permeation Process through the 
KcsA Potassium Channel Using the Cycle Flux 
Algebra 

P094 Noriyuki Yoshii, Tomomi Emoto, 
*Emiko Okamura 

Quantifying Rapid Association and Dissociation of 
Hydrophobic Fluorinated Bisphenol A to Lipid Bilayer 

P095 Noriyuki Yoshii, Tomomi Emoto, 
*Emiko Okamura 

Kinetics of Binding and Diffusivity of 
Leucine-Enkephalin in Large Unilamellar Vesicle by 
Pulsed-Field-Gradient 1H NMR 

P096 Mohammad Monirul Islam, *Yutaka 
Kuroda 

Host Guest Analysis of Amino Acids Contribution to 
Protein Solubility Using Short Peptide Tags Fused to a 
Simplified BPTI Variant 

P097 *Reiko Kuroda, Takunori Harada Dynamic Aspects of Conformational Transformation 
of β-Amyloid Peptides Monitored by a Novel Vertical 
Type Chiroptical Spectrophotometer 
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P098 Kenji Sasahara Membrane Dysfunction and Disruption Induced by Aβ 
Amyloid Aggregation 

P099 Masaru Yoshino, Takashi 
Kikukawa,Toshiyuki Takagi, 
Yasunori Yokoyama,  Hiroshi 
Takahashi, Teruhiko Baba, Toshiyuki 
Kanamori, Makoto Demura, 
*Masashi Sonoyama 

Structure and Function of Bacteriorhodopsin 
Reconstituted into Partially Fluorinated 
Phosphatidylcholine Liposome 

P100 *Naoki Yamamoto, Feng Zhang, 
Atsuo Tamura, Keisuke Tominaga 

Low-Frequency Dynamics of Actin and Myosin 
Subfragment1 by Using Terahertz Time-Domain 
Spectroscopy, Temperature and Hydration 
Dependence 

P101 Tzyy-Rong Jinn, *Tzong-Yuan Wu Mutation and Recombinat Protein Production: A Case 
Study in Rotavirus  

P102 *Yuto Komeiji, Hiroshi Mochizuki, 
Tatsuya Nakano, Hirotoshi Mori 

Recent Advances in FMO-MD, an Ab Initio Molecular 
Dynamics Method  

P103 *Shigeyoshi Nakamura, Shun-ichi 
Kidokoro 

Volumetric Properties of the Molten Globule State of 
Cytochrome c on the Thermal Three-State Transition 
Evaluated by Pressure Perturbation Calorimetry 

P104 *Kouhei Yamamoto, Hideyuki 
Kusaka, Wataru Ogasawara, 
Shun-ichi Kidokoro 

Thermal Stability and Molecular Function of the Two 
Cold Shock Protein Mutants Stabilized by an Artificial 
Disulfide Bond of the Same Loop Size 

P105 *Takashi Inomata, Tadashi 
Kamiyama, Eri Kanaoka, Takashi 
Tsuji, Ryouta Ishii, Takayoshi Kimura 

Volume Fluctuation of Biomolecules as Revealed by 
Isothermal Compressibility and Thermal Expansion 
Coefficient 

P106 *Yoshitaka Matsumura, Kaoru 
Ichimura, Jianxing Song, Hiroshi 
Kihara 

Folding of hNck2 SH3 Domain 

P107 *Masaji Shinjo, Yasumasa Morimoto, 
Masaki Kojima, Jinsong Li, Xianju 
Jin, Yoshitaka Matsumura, Hiroshi 
Kihara  

Structural Analysis of α-Helix-Rich Intermediate of 
src SH3 on its Folding Pathway by SAXS_MD 

P108 *Ayori Mitsutake, Toshiki Nagai, 
Hiroshi Takano 

Relaxation Mode Analysis of Bio-molecular Systems 

P109 *Fumiaki Kano, Nobuhiko Saito, 
Hiroshi Kihara 

Denaturant-Induced Helix-Coil Transition: 
Hydrophobic Effect or Adsorption Effect 

 


