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7 S B : "Lanthanide-assisted NMR evaluation of a
dynamic ensemble of oligosaccharide conformations"
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Tomoshi Kameda, and Koichi Kato

MEEE T © Chem. Commun. 48, 4752-4754 (2012)
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between the PUB domain of peptide:N-glycanase and
ubiquitin-like domain of HR23"
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Hiroaki Sasakawa, Takeshi Hirao, Tadashi Suzuki, and
Koichi Kato
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AU : "The fast-folding mechanism of villin headpiece
subdomain studied by multi-scale distributed computing"
#35 : Ryuhei Harada and Akio Kitao

MESEA S . J Chem. Theory Comput. 8 (1), 290-299 (2012).
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# SCRH B : "Comprehensive determination of protein
tyrosine pKa values for photoactive yellow protein using
indirect *C NMR spectroscopy"

F# : N. A Oktaviani, T. J. Pool, H. Kamikubo, J. Slager,
R. M. Sceek, M. Kataoka and F. A. Mulder

MEZEE S« Biophys. J. 102, 579-586 (2012).
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FSCAEE : "QM/MM reweighting free energy SCF for
geometry optimization on extensive free energy surface of
enzymatic reaction"

2% : Takahiro Kosugi, Shigehiko Hayashi

MEZEH S« J. Chem. Theory Comput. 8, 322-334 (2012)
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